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length of the right 38-?-wide methionine stripe exceeds 180 nm. 
Molecular-Level Observations
The high-resolution STM data in Fig. 4 ?; see Fig. 4b ), i.e., the substrate coupling also dictates the row periodicity.
The methionine stripes forming the gratings present two discrete widths. The structures shown in Fig. 4 a and preferred up configuration (circled in red in Fig. 4d ) with another one in a down configuration (circled in green in Fig. 4d) being energetically close and where the lateral coupling would imply the changed orientation. and the latter must be stabilized by interactions beyond direct intermolecular coupling, presumably mediated by the electronic structure or elastic response of the substrate (7).
Only with coverages exceeding ^0.65-0.70 ML do the methi onine rows merge and highly anisotropic 2D molecular islands evolve.
In Fig.  5a , the corresponding L-methionine saturated monolayer structure is depicted. The characteristic pairing fea ture identified above in the molecular stripes readily is identified again. In the corresponding model depicted in Fig. 4b , the red circles represent the Ag(lll) atomic lattice. The STM measure ments do not allow for us to determine the exact adsorption sites of the molecules at the substrate. The sites on which the molecules are adsorbed in the model are arbitrary, the purpose being to determine the periodicity of the saturated molecular lattice with respect to the substrate periodicity. Considering the vectors ?\, ?2 that define the unit cell of the Ag(ll 1) lattice, the lateral methionine ordering along the growth direction parallel If we assume that the adsorption is caused by interactions between the surface and the reactive sites of the molecules, the motion of the amino acid is restricted to the two translational degrees of freedom on the adsorption plane defined by the sulfur atom, the nitrogen atom, and one of the oxygen atoms of the carboxylate group. We considered a system composed of two L-methionine zwitterions, with their geometry independently optimized. The total energy of the system was determined with respect to the relative position of the two molecules in the adsorption plane. 
